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e DNA B mEBERER o XEFREZE ABI3730XL EF1E
o BHRFIIER o REBRNMHERE

* TAF iBra LB E 5 O o IANFEBRHE

‘Testing Laboratory

e SNP/STR EFEVETE 2199 o MR IREFIE  BmiIEBENREHEEH
e Primer Walking AR7% * TEFP#RY¥1I 0% 850 bps
s EHNREBEMEEIXDM * 24 /N\FFERIEBFWME
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EREEPCR

Lhh00000000



NGS 7E Fr R 75 npEs | &
o E E{EH )
NERIMNER+ 7€ 7 iR 75 @) i 3)
o XFH agilent sureselect v6 #E1TINB T I & Bt ol b B bie) ckkmturiienny Gt Bemiti “ERCEERE O
* #ERBEMRAS : Novaseq 150 PE, 6G / 12G ErT—— A
* FLEEE WEs - SEE A 500 ST ST ——
ACMG classification 34T - & e T ::qu"f;;w“:; o o ST
ACMG Clssifcation 6.2
A= BERHE k5 !

o HEEFMIME : Novaseq 150 PE, 30X (90G)

165 BRI |

e E5EALEBIE 15,000 B A - FEiBEH 165
rDNAV3-V4 EB15 - 7 EEMEIHNZE M -
o HEREERHE : Miseq 300 PE, 50,000 redas

AL TE Fr R 75

e x-ten 150 PE {2 E{&: 60,000 / lane
H AEELEBRES

ACERESSHRNATE 2 Ak ?s - BRI EEREIRE |

 Transcriptome EAZ#E %0 E F IRFE
#3215 © lllumina NovaSeq/HiSeq 150PE - > 6Gb

e Differential Gene Expression (DGE) ##§# 40 5 K ZR IR 247 € F IR 75
#3415 © lllumina NovaSeq/HiSeq 150PE + > 20M

BERARBIERMMRERE - BERERSE |

* Long non-coding RNA (LncRNA) R #3F 4R A5RNATE F AR 75
#24% : lllumina NovaSeq/HiSeq q 150PE * > 6Gb

 Small RNA 7/)\RNATE % AR #%5

#24% : lllumina NextSeq 75SE * > 10M
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BARRFBEREKR

SESMI BEORESTAl#BEA 40 B ZRRY 10x ARFS

[ Single Cell RNA-Seq] Gene Expression Profiling

EFEARER 2 BRERSRE ZERES  AZBHAET R
o —RiH%E 100-10,000 FAAMME - RAIEMPIBANERRIR
s BRAMANERRENSABRAMBFEEREISFIOREMES
o JEANMEFAIRZIZR - PBMC..FIRA
e v3 gel beads B 75 feature barcoding - O [&] 1% HI &E B B FIR B CRISPR EfiE
o EFHFE > 20,000 reads/cell

[ Single Cell ATAC-Seq] Epigenome Analysis

REMESRASE  NIEEE N RNA RIR - A1 A scATAC-Seq E?

e KGR chiP-Seq - AMNFEES - BIO]SEIBAMREERANELE
anl:l = E/:Mﬂgﬁ FI:HIII_,\ 10:8

o ERRFESHEAS - PBMC ~ AFAR. SEA SCATAC-Seq
o i FEE : > 25,000 reads/nuclei $i=' SHE
BIDASBER

PacBio =X TEFF 48 R EE FR BB 2T AY Hi-Fi Reads !

e BTV R B Express TPK 2.0 ~ ZEFF il Sequencing Kit 3.0 A3 T EREE SMRTLink 7.0 - #&5R
E CLR 3k CCs AR - &4 IRimmp = UAF & !

CLRI= T NP fE FH ccstEIARIER

e WGS TEREE TR * 165 rDNA = REF IR
F31E  20KB #£E - Sequel 1IMv3 Cell EFF - 1S 2KB #2E - Sequel 1Mv3 Cell (Multiplex) -
10 Gb/Cell Bl > 15 f& - 10,000£10% raw reads
e Variant Detection EEFE4EBEE TR o HLA Genotyping AfEE MEKTLIREL Bl 247
A4S | 20KB 2 E - Sequel IMv3 Cell EF - #R1% : 3-6KB #2JE - Sequel 1Mv3 LR Cell (Multiplex)
10 Gb/Cell 1 mEFE 50 {E - 500X subread coverage/amplicon
e Microbial WGS A& = E X 32 E IR 7% * Iso-Seq = REIFHTE FIRE
FI4% © 10KB #£JE - Sequel 1Mv3 Cell FI1E  1s0-Seq #BJE - Sequel 1IMv3 LR Cell EFF -

(Multiplex) - 21 G 25 Gb/Cell



RENXER 5| FS IR

BEENAR
2 0.D./OPC 5 0.p./0PC AILENS ~
11~50 mers 11~50 mers 20 F4 11855

S|+ FEW 6 1%
fngse W0k 52 45255 — 3R

B3]
o SKET - BIRMHE ¢ B AT ER L AR 18:30
- KAETEFABEEH

o ATEASHEMBELT (SZARE  BRRERS HESRERSS)
RNA & ez £ H
ZIERE - SXIBE  FTAE RIS HPLC 41k !

Standard RNA 15~30mers - 39—1& | |

Custom RNA, HPLC-2 O.D. 2 3,600 (
Custom RNA, HPLC-5 O.D. 5 5,800 N
Custom RNA, HPLC-10 O.D. 10 10,200 Fighting!

<15 mers & >30 mers BIEHE B EE - I EREALBERAR High GC Content REE R » —

. AN
SiRNA & A% ~_

« ERTFERTOBMEASE - A - WRYES | | o
- TREEOFR - RESHEHHSRNA ER -
. S - SR - FTAERIEE HPLC KL - BRERFRELER RNA -

435 Al HE -

_ AR
SIRNA THEEE - 38 A ~ RERR/NEYTE - 85T =1& siRNA F3%l (3*2 0.D.) NTS 16,800
SEIET . GUEE - EUEIE - FAM B2 YR - DEPC K -
758 2DB—1% siRNA 7£ miRNA 7K EFENERER70% 0 £ (REFEIRIGIRIN
BIREEERS - Gene ID & Accession Number £




FERASGHFLKREIER

FTHEBERZRIG ? ERENBLAEDA
HPEEE TSR ENER RE - FE - BHIRF5 100% EHE

Customer QC by multiple Ready for

confirms order @ Gene synthesis 6 Cloning into vector methgds p @ delivery

Requested 1 [ ool

Sequence ) ; I A Al m
Kk | I. |

Opt|m|zed LR AR

Sequence

SHEHREAGHELKBEBEBNTS ? /bp (FAZEEF)
BIEEERENS KA NTS 4,000

o REETEFMINFEIIEREIE (Codon Optimization)
o REEZ pUC57 Vector

o ORI ENE EE (FFULHL Subclone E )

s HERRHE—EBREMK ~dug RREZEER  EF K AQCHSE

RS
R m T~k

HMREL N B RHGERE

pcDNA3.1 %5/ pCl-Neo %5l pCMV-3Tag %5

pBluescript Il KS %5l pBluescript Il SK %%l pET %3 PGEX %7
PMAL %:5l) pQE %5 pGS-21a pETDuet-1
pCDFDuet-1 pRSFDuet-1 pCOLADuet-1

pBacPAK %5 PACHLT %7l PACGHLT %5 pFastBacHT %5
pFastBacl pFastBac-Dual pAcSG2 pBAC-1

pAcG2T

pPICZ 5 pESCZ:F pAO815

ARBERES  SETIAR  BAEERE - \
Subclone¥% 1T AR 7%

EERFEEE - U}J‘«ZZ:?U/\FE B2 o EEREARD ? A RERE —s B ? IBENEKRSA
AL | PR EEE - BHE - LRI EE Subclone ARF - FMEFRSEIBEZ clone °

.« 2ERAMNEEIIEETS o FEE R R T KR A
. EEFBEIETR . PCR EVIEEIE TR
A

FE 7 = =
. BIREHS ~ qug REH—E B
. BEEFEE—H Ml




A R & BARTS

EREREREAFRERDNAR ERSDNA block - OIS H ZFE A EEEMNEHE -
B /E 101~500 bps - F4L{E NTS 4,900 /1%

=1

Byt O] % 2,000 bps - HREMBEF SEBRFETR)

—~

SARREER  RRRAFT—E > BITEE | (BREFIFRERSAKTER)
o GRFIARIRE : PTG AR - EHOERRFS -
BEMABEEE  aREFNERREROH

+ Cloning for protein expression + DNA hybridization

+ Gene assembly + In vitro transcription/translation

+ CRISPR-base genome editing + Control template for real-time PCR
o ILERAREREARETIETEFIIDNA » BRBIMNEEIEE L FEBEZERSHRE

HERE
e Tube : 2 HE2dsDNA A EZ400ng — 1
® QC : DNAR EER/NDHT—10

SHAMRE v ireirtys  (2F

ZROBRENERE - MEEHRR%  EOEEENR - RERERF - 2BRRIFZEBRE - 2K
REABRE - FRKREKFS - AEAERAINZHRERSGH - JRENERFIREHESR

C/P ERSHNZHEMEM °

S,
s =

o IREZEEMMNAEEE (KRR EURING)
o BIRZIEIRM HPLC & MASS DTS - HRZ RS EEM
o FEMEHIIN - RREBRENWHRELE acigfll - DB EERRHSmENEm

= m RS RER SR 6-30 aa

1-4,5-9, 10-14, 15-19, 20-24, 25-29, 30-39, 40-49mg
ZER 2 AT (meg-ke)

2>
\ "
Crude, Desalted, >75%, >80%, >85%, >90%, >95%, >98% : 4 ‘

(75%-98%)
Y R K
S

!

BEMRE

N IR {EEM - C Im{BEM ~ D B ERE - RIUIREE - &
IR EEMEES (FAM/FITC/CY5)IZZE - biotin 188 - IRIEMEAL - EfR R
1BEm - BB EIZEn « BEE - BEMIRIKIEBED

»
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S’ iTRAQ and mTRAQ P,

Al EIE R AR
FERI <A

BIESRRIRRCY) - HESFRRRAEARBIEEE - BEREMR BEREHNELRERE
CRadtEREMES.. .

iTRAQ® Reagents

iTRAQ (Isobaric Tags for Relative and Absolute Quantitation) - BERUZZREWEEZEE - EFANRE
BEANEHMBHES -

o DEFIEERZE S ExmENESBERRES  HOBRAEERZREZLBATEENZRMA
A IEm MS/MS BlRE P ENEENEE

e SEHE  =SHIEN - BIEHERR

o FAFTA SCIEX EFEHER Lc/MS/MS F & _EHY ProteinPilot 132

|TR£Qd-plax - /" 0
ABS-4369561 iTRAQ® Reagents 3-Assay Duplex Trial Kit ./“:\tr““l\}
ABS-4352135 iTRAQ® Reagents Multiplex Kit /"\) a
Reporter lon  Balancer Group  Amine specific peptide
ABS-4390811  iTRAQ® Reagent-8Plex One Assay Kit sy e g (N5
i -plex 7
ABS-4390812  iTRAQ® Reagent-8Plex Multiplex Kit . e N E°-~ B /
ABS-4381664  iTRAQ®Reagent- Multiplex Buffer Kit \') Hl
gt Vi
Repaorter lon Balancer Group Amine spacific paplide
reactive group (NHS)
L]
MTRAQ® Reagents '

mTRAQ, (Amine-Modifying Labeling Reagents for Relative and Absolute Protein Quantitation) @ —f&IFE
EEMIZEZEHE (non-isobaric amine tags) - FEANEHE 4 (proteins/peptides/PTMs) B £ M 4B £ E

=

E -

e EREHE - HmTRAQIESEEEZEEZ 4amu - BHEM - EEEES -

e >95% S EIZE » OJIZ 1 Duplex 3 triplex EEEEZH S\\\/
» EAFIA LC/MS/MS & ERVEREZ - E14F ProteinPilot - MRMPilot A MultiQuant °
P T e i
ABS-4427697  mTRAQ® Reagent A8 10 Assay Kit ok ] ;
L ]
ABS-4427697  mTRAQ® Reagent A0 10 Assay Kit _ i b e

Group (PRG)

ABS-4440015 mTRAQ® Reagent AO 50 Unit Pack

mTRAQ® Reagent 10 Assay Kit
AR L (10 assays of each reagent AO, A4, and A8)




=% QIAGEN -
BREREBR - AXET | 1458

QIAGEN £ E9HT

2 QIAGEN -

BN E QIAGEN =R~
PeERO B o QIAGEN BBEBRKRIFTE LA

51104

DNAZE1{E

QlAamp DNA Blood Mini Kit (50)

51106 QlAamp DNA Blood Mini Kit (250)
51304 QlAamp DNA Mini Kit (50)

51306 QlAamp DNA Mini Kit (250)

56304 QlAamp DNA Micro Kit (50)

56404 QlAamp DNA FFPE Tissue Kit (50)
55114 QlAamp Circulating Nucleic Acid Kit (50)
69104 DNeasy Plant Mini Kit (50)

69106 DNeasy Plant Mini Kit (250)

69204 DNeasy Plant Pro Kit (50)

69206 DNeasy Plant Pro Kit (250)

51604 QlAamp Fast DNA Stool Mini Kit (50)
51804 QlAamp PowerFecal Pro DNA Kit (50)
47014 DNeasy PowerSoil Pro Kit (50)

51704 QlAamp DNA Microbiome Kit (50)
21000-100 DNeasy PowerFood Microbial Kit (100)
69514 DNeasy mericon Food Kit (50)

69504 DNeasy Blood & Tissue Kit (50)

69506 DNeasy Blood & Tissue Kit (250)
158745 Gentra Puregene Cell Kit (2 x 108)
158767 Gentra Puregene Cell Kit (8 x 108)
158388 Gentra Puregene Cell Kit (6.7 x 109)
158667 Gentra Puregene Tissue Kit (4 g)
158689 Gentra Puregene Tissue Kit (33 g)
158445 Gentra Puregene Blood Kit (30 ml)
158467 Gentra Puregene Blood Kit (120 ml)
158389 Gentra Puregene Blood Kit (1000 ml)
158489 Gentra Puregene Blood Plus kit (1000ml)
158567 Gentra Puregene Yeast/Bact. Kit (200 ml)
158845 Gentra Puregene Buccal Cell Kit (100)
158267 Gentra Puregene Mouse Tail Kit (4 g)
19101 RNase A (17,500 U)

19131 QIAGEN Proteinase K (2 ml)

19133 QIAGEN Proteinase K (10ml)

(K75

’27A QIAGEN FLIZ A NER -
| XIEE |

301704
301705
301005
301007
301425
301427
301525

76104
74106
76526

76506
76405

28104
28106
28704
28706
28304
28306
28004
28006
28604
28606
28204
20051

| PHiR/ P ERE |
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55 58 &l 7l

HiPerFect Transfection Reagent (0.5 m_])
HiPerFect Transfection Reagent (1ml)
Attractene Transfection Reagent (1 ml)
Attractene Transfection Reagent (4 x 1 ml)
Effectene Transfection Reagent (1 ml)
Effectene Transfection Reagent (4 x 1 ml)
TransMessenger Transfection Reagent (0.5 ml)

RIF R

RNAlater RNA Stabilization Reagent (50 ml)
RNAlater RNA Stabilization Reagent (250 ml)
RNAprotect Cell Reagent (250 ml)

RNAprotect Bacteria Reagent (2x100 ml)
Allprotect Tissue Reagent (100 ml)

Clean up / Gel Extraction

QIAquick PCR Purification Kit (50)
QIAquick PCR Purification Kit (250)
QIAquick Gel Extraction Kit (50)
QlAquick Gel Extraction Kit (250)
QlAquick Nucleotide Removal Kit (50)
QlAquick Nucleotide Removal Kit (250)
MinElute PCR Purification Kit (50)
MinElute PCR Purification Kit (250)
MinElute Gel Extraction Kit (50)
MinElute Gel Extraction Kit (250)
MinElute Reaction Cleanup Kit (50)
QIAEX Il Gel Extraction Kit (500)



74004
74104
74106
74134
74136
73442
73404
74204
74704
74804
52304
52904
52906
73504
74904

13500-50
26000-50
12866-25

79306
79254

70022
70042
72022
72041
79000

217004
217084
217504
217184
217204
219610

80284
80204
80224
80234

RNAZE{L

RNeasy Micro Kit (50)

RNeasy Mini Kit (50)

RNeasy Mini Kit (250)

RNeasy Plus Mini Kit (50)

RNeasy Plus Mini Kit (250)

RNeasy Plus Universal Mini Kit (10)
RNeasy Plus Universal Mini Kit (50)
RNeasy MinElute Cleanup Kit (50)
RNeasy Fibrous Tissue Mini Kit
RNeasy Lipid Mini Kit (20) / (50)
QlAamp RNA Blood Mini Kit (50)
QlAamp Viral RNA Mini Kit (50)
QlAamp Viral RNA Mini Kit (250)
RNeasy FFPE Mini Kit (50)

RNeasy Plant Mini Kit (50)

RNeasy PowerPlant Kit (50)
RNeasy PowerMicrobiome Kit (50)
RNeasy PowerSoil Total RNA Kit (25)
QlAzol Lysis Reagent (200 ml)
RNase-Free DNase Set (50)

mRNAZE{E

Oligotex mRNA Mini Kit (12)

Oligotex mRNA Midi Kit (12)

Oligotex Direct mRNA Mini Kit (12)
Oligotex Direct mRNA Midi/Maxi Kit (6/2)
Oligotex Suspension (0.5 ml)

miRNAZE{E

miRNeasy Mini Kit (50)

miRNeasy Micro Kit (50)

miRNeasy FFPE Kit (50)

miRNeasy Serum/Plasma Kit (50)
miRNeasy Serum/Plasma Advanced Kit (50)
miRNeasy Serum/Plasma Spike-In Control

AllprepH[E 4G &

AllPrep DNA/RNA Micro Kit

AllPrep DNA/RNA Mini Kit (50)

AllPrep DNA/RNA/mIRNA Universal Kit (50)
AllPrep DNA/RNA FFPE Kit (50)

80404
80004

30210
30230
30250
30310
31014
30410
30721
30760
30761
30765

12125
12143
12145
12162
12163
12165
12183
12243
12245
12262
12263
12362
12381
12391
12643
12663
12943
12945
12963
12965
12981
12991
27104
27106

10043
10063

| /P RIRE |

AllprepFEI4E L&

AllPrep RNA/Protein Kit (50)
AllPrep DNA/RNA/Protein Mini Kit (50)

cy=Fu e

Ni-NTA Agarose (25 ml)

Ni-NTA Agarose (100ml)

Ni-NTA Agarose (500ml)

NTA Agarose (25 ml)

Ni-NTA Spin Columns (50)

Ni-NTA Superflow (25 ml)

Ni-NTA Superflow Cartridges (5x1ml)
Ni-NTA Superflow Cartridges (1x5ml)
Ni-NTA Superflow Cartridges (5x5ml)
Ni-NTA Superflow Cartridges (100x5ml)

QIAGEN Plasmid Mini Kit (100)
QIAGEN Plasmid Midi Kit (25)
QIAGEN Plasmid Midi Kit (100)
QIAGEN Plasmid Maxi Kit (10)
QIAGEN Plasmid Maxi Kit (25)
QIAGEN Plasmid Maxi Kit (100)
QIAGEN Plasmid Mega Kit (25)
QlAfilter Plasmid Midi Kit (25)
QlAfilter Plasmid Midi Kit (100)
QlAfilter Plasmid Maxi Kit (10)
QlAfilter Plasmid Maxi Kit (25)
EndoFree Plasmid Maxi Kit (10)
EndoFree Plasmid Mega Kit (5)
EndoFree Plasmid Giga Kit (5)
HiSpeed Plasmid Midi / Maxi Kit (25)
HiSpeed Plasmid Midi / Maxi Kit (25)
QIAGEN Plasmid Plus Midi Kit (25)
QIAGEN Plasmid Plus Midi Kit (100)
QIAGEN Plasmid Plus Maxi Kit (25)
QIAGEN Plasmid Plus Maxi Kit (100)
QIAGEN Plasmid Plus Mega Kit (5)
QIAGEN Plasmid Plus Giga Kit (5)
QlAprep Spin Miniprep Kit (50)
QlAprep Spin Miniprep Kit (250) L. A
QIAGEN-tip 100 (25)
QIAGEN-tip 500 (25)

v

Tll‘ullcllllf



205310
205311
205313
205410
205411
205413
205111
205113
205211
205213
218160
218161
218760
218761

PUIRERIRER »

= #EeE BRI E = PCR

QuantiTect Reverse Transcription Kit (10)
QuantiTect Reverse Transcription Kit (50)
QuantiTect Reverse Transcription Kit (200)
QuantiNova Reverse Transcription Kit (10)
QuantiNova Reverse Transcription Kit (50)
QuantiNova Reverse Transcription Kit (200)

Omniscript RT Kit (50)
Omniscript RT Kit (200)
Sensiscript RT Kit (50)
Sensiscript RT Kit (200)
miScript Il RT Kit (12)

miScript Il RT Kit (50)

miScript Plant RT Kit (12)

miScript Plant RT Kit (50)
i B IKIRIE

/

;\’\;3 IJ
o
MEEE
TEE 4% 2 (UBEEHE)

27106  QlAprep Spin Miniprep Kit (250)
28106  QlAquick PCR Purification Kit (250)
28706  QlAquick Gel Extraction Kit (250)
gg® 2121 (RESE)
10043  QIAGEN-tip 100 (25)
12165 QIAGEN Plasmid Maxi Kit (100)
12663  HiSpeed Plasmid Maxi Kit (25)
12943  QIAGEN Plasmid Plus Midi Kit (25)
12866-25 RNeasy Power Soil total RNA Kit (25)

A B E#H

218762
210210
210212
220211
220213
204141
204143
204145
208052
208054
208056
218073
218075
218076

| iR/ P EIRE |

miScript Plant RT Kit (96)

QIAGEN OneStep RT-PCR Kit (25)
QIAGEN OneStep RT-PCR Kit (100)
QIAGEN OneStep Ahead RT-PCR Kit (50)
QIAGEN OneStep Ahead RT-PCR Kit (200)
QuantiTect SYBR Green PCR Kit (40)
QuantiTect SYBR Green PCR Kit (200)
QuantiTect SYBR Green PCR Kit (1000)
QuantiNova SYBR Green PCR Kit (100)
QuantiNova SYBR Green PCR Kit (500)
QuantiNova SYBR Green PCR Kit (2500)
miScript SYBR Green PCR Kit (200)
miScript SYBR Green PCR Kit (1000)
miScript SYBR Green PCR Kit (2000)

R\

\IJ

RNA Z=HVE A

[m==]

=

RNeasy Mini Kit (250)

RNase-Free DNase Set (50) X{ z),

(BH®ER - BIEAR)

10
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RT? Profiler PCR Arrays

| PHiR/ P ERE |

TELER S O] L E842 - QIAGEN SABijoscience Array $T¥1i#858 170 @0zl &
E£YIBE - BE - ERMNEVERSCHBIOMRSERRE -

e TJ13 96 * 100 2 384 AR REIIRFDITZEER » BEXE= PCR HZHEES -

. EYBSEREERENS TRUTENSEERENE
BRNERERRANSEER  TE8(E  BREHE
B4R -

AN

o BT

EX 4=

AR /i

o 2@ RT2 Profiler PCR Array 52 5 B2 E E K K E MR

EZ1Z gDNA J5 3 K BRI S 8 8 A qPCR BYRER o

et ready-to-use B array MR LT T B - ERIHKFEREA

SAB D TERES BN O] JEIZERARIEBENECERK -

PO
;‘ :-f gisE

solate RNA from research samples:
cells, tissues, FFPE, and/or blood

S et
v ¥
71 BN
< V _
(8 Convert fotal AV
v RNA to cDNA with
2 1 Sh i
Eackiol RT? First Strond Kit Experimental
Add cDNA to RT*
$YBR Green QFCR Mostermix;
aliquot accross RT*Profier PCR

Armay

Generate dota in any
l reaklime PCR instrurment J

e S e
1 Analyse your data 1
: =] " gl
{" ol e L= ‘}?‘

330401
330404
330451
330241
330001
330231
330131
330291
330520
330522

Interpret your data and publish
your results

RT? First Strand Kit (12)
RT? First Strand Kit (50)

QIAGEN B &1 #] cell ~ tissue * FFPE * serum / plasma ... &
HEmEESNENEA -

Z A gDNA EEREER - IR mRNA RS — 4208

MR -

RIES|FRETHBREE S @ BERESEEMUE - OliKkiki
RIEESEZ2EEN (ROX) °

BEEHE - £#&!
B - I HBRERBERAEREBONZEER -

S EMFO]SEM - B 96 K& 384 7,

BRI\ EEREN _ EEZE QAGEN BEA - [RiA cT BEE
B EMNEREBETE L D BATES T - BIDBRIRE
B D HTEIFR (Scatter Plot, Volcano plot, Clustergram) ©

330523
330510

RT2 PreAMP cDNA Synthesis Kit (12) 330512
RT? PreAMP Pathway Primer Mixes 330513

RT? gPCR Primer Assay

RT? Profiler PCR Array

RT? Custom Profiler PCR Array
RT2 QC PCR Array

330500
330502
330503
330620

RT? SYBR Green ROX qPCR Mastermix (2) 330622
RT? SYBR Green ROX qPCR Mastermix (12) 330623

RT2 SYBR Green ROX gPCR Mastermix (24)
RT? SYBR Green Fluor gPCR Mastermix (2)
RT2? SYBR Green Fluor gPCR Mastermix (12)
RT2 SYBR Green Fluor gPCR Mastermix (24)
RT2 SYBR Green qPCR Mastermix (2)

RT? SYBR Green gPCR Mastermix (12)

RT2 SYBR Green gPCR Mastermix (24)

RT2 SYBR Green ROX FAST Mastermix (2)
RT2 SYBR Green ROX FAST Mastermix (12)
RT? SYBR Green ROX FAST Mastermix (24)



2 13 EY)TE K838 170 & pathway

Apoptosis Inflammatory cytokines

Cell cycle Th17 for inflammation
Human miRNA array Common cytokines / chemokines
Breast cancer and estrogen receptor Inflammasomes
Tumor metastasis NF - kB signaling pathway
Th1l-Th2-Th3
TNF ligands

Toll - like receptors

Epithelial-to-mescenchymal transition
Angiogenesis
Cancer drug resistance
Signal Transduction PathwayFinder Drug metabolism / drug transporters
NF - kB Signaling
JAK - STAT Signaling
DNA damage signaling

Drug phase | enzymes

Oxidative stress
Insulin signaling Stress and toxicity
MAP kinase signaling

Atherosclerosis

Diabetes

cAMP / calcium Signaling
p53 Signaling

IncRNA

Molecular Toxicology PathwayFinder 384HT

| PHiR/ P ERE |

Stem cells
WNT signaling / notch signaling
Terminal differentiation markers
TGFB / BMP signaling
Endothelial cell biology
Osteogenesis
Growth factors
ECM and adhesion

Neuroscience ion channels
Neurotransmitter receptors

Neurotrophins and receptors

Neurogenesis and neural stem cell

Parkinson’s disease

96 - well, 384 - well plates
100 - well Dis, 96 x 96 chip

N
5EFE

”

Long noncoding RNA AR ETE 200bp M EAZRIFAMEER RNA - 548

RNA =1 DNA - RNAREBXR B R

sl - BIRERIEE - HEE - RBE - KSFESEFHEE -

RT2 IncRNA PCR Array

o BENERARENH LR - IWMKERESITE

BEESRKMEEEM Long-noncoding RNA (IncRNA) CEEmD.

- SHERBEEH - BRI

330701 RT?IncRNA gPCR Assay

o {255 25ng RNA BITJE1T 84 & IncRNA 347
HIREE  AR0I5E

- 770 S = A EA 23X
® Primer B ERERE -

330721 RT2IncRNA PCR Assay
330731 Custom RT? IncRNA PCR Array

H1th QIAGEN EE2 31T &5

* miScriptmiRNA PCR Arrays : microRNA BIE = 4T

e Cignal Reporter System : ZifBRY S SRBES D47
e gBiomarker Copy Number PCR Arrays : £ E# B 4
BANEENEREDHT

* EpiTect Methyl Il PCR Arrays : ERIERBPEIEB 2L
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QlAseq Targeted DNA Panels

o KEE UM FIBERMTR TSR EEN EREE (1%)
o SEEE - TR EIE 9600 ¥I3|F/ 384 RN EER IR
o EREEELTL . TWMAEESZHE (name or ID..) 845 EE HEEER

(genomic location) ¥E1T3| F3a5t - IS EEEE M New EZ715
& Panel £ QClI

0

K]

n,

o R R EHT0]4F Indel, mutation, copy number variants %%

- =
XX XX

DNA

255 20ng DNA
FABEERSIFE DNA REIE - LEE/NRE

l Fragmentation

5 x £ %) dsDNA
l Library construction with UMI
and sample indexing A
R
s
" :’[\’I'\— 5" D F RS T (molecular barcode) : JHBRPCR
| Gt o BESERINBBUER  BNESE

3

— ~ —

Sample indexing and
amprhcohon

- SPE %1l (Single primer extension) : iR =&
L l SIsql.lancing-rei:u:l);"'“ilP -,@\-;\E‘”F?_E/\Jf:j_g
ibrary

==

5

3

UMI: Unique molecular index  UP: Universal primer
: Gene specific primer SIP: Sample index primer
FP: Forward primer

W o
Ne EXEHSEm  QlAseq Targeted DNA Panel + + QClI /"

Breast cancer panel DHS-0017
Colorectal cancer panel DHS-002Z
333862 QlAseq DNA Panel (12) Myeloid Neoplasms panel DHS-003Z 4 12
Lung cancer panel DHS-005Z
Actionable solid tumor panel DHS-101Z
BRCA1 and BRCA2 panel DHS-102Z
333865 QlAseq DNA Panel (96) BRCA1 and BRCA2 Plus panel DHS-103Z 12 %6
Pharmacogenomics panel DHS-104z
Mitochondria panel DHS-105Z
333872 QlAseq DNA HC Panel (12) Inherited diseases panel DHS-30117 4 12
333875 QlAseq DNA HC Panel (96) Comprehensive cancer panel DHS-3501Z 12 96
333882 QlAseq DNA IO Panel (12) Human Tumor Mutational DHS-66002 4 12
333885 QlAseq DNA 10 Panel (96) Burden Panel 12 9%
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EmRa

¥ JEBR PCR EERBRES BN BGHER
1. #25 molecular barcode #||BlI1B[EHY DNA 2 F2E B PCR BHEAR

2. IR PR IR EAMNFER  IRnIEEER
Q Q
Conventional targeted — R 1
DNA/RNA sequencing —————————
Five reads that look exactly the same; do they represent:
\\ +  Five unique DNA molecules, or

y - Quintuplets of the same DNA malecule (PCR duplicates)?

l Add UMIs before any amplification l

Confidence in
variant calling
1. PCR duplicate T T T
Five unique DNA/RNA molecules Quintuplets of the same DNA/RNA molecule
detected from 5 UMIs (PCR duplicates) detected from 1 UMI

Sequence with UMIs
{unique reads)

2. PCR and Sequencing R — %
error (artifacts) _— _
False variant is present in some True variant is present in all
fragments camying the same UMI| fragments carrying the same UMI

¥ FIREEERAC T BE B IR S GC-rich ¥ SPE $1l7 (Single primer extension) + B{E L{ERTE
EIG A B Z R (high coverage) - OJIR S E 9 — M (Uniformity) IR 4R

Q )

Primer read depth (MTs) 1
1.400
1.200
1.000
800
600
400
s O2xmean
L¢]
TR .{\b\ ‘\"\ L ,\p\\@"b ® q\ ':f’ ‘:\"15 "'{‘\5@0 & b‘aq'n RO ‘\Q‘\ e q‘;" @95 Ralt
L Comprehensive Cancer Panel
H1th QlAseq targeted DNA Panels panel FEFAEC Index
QlAseq Targeted DNA Extended Panel (96) 333714 QlAseq 12-Index | (48)
¢ Any of the cataloged panels + up to 100 primers 333727 QlAseq 96-Index | Set A (384)
Q|Aseq Targeted DNA Booster Panel (96) 333737 QlAseq 96-Index | Set B (384) illumina
Variant (Cat) number : SDHS-10101-119817-48 333747 QlAseq 96-Index | Set C (384)
e Human Microsatellite Instability Panel 333757 QlAseq 96-Index | Set D (384)
QlAseq Targeted DNA Custom Panel (96) 333764 QlAseq 12-Index L (48) o T
e 1-9600 primers 333777 QlAseq 96-Index L (384)

14



15

QlAseq Targeted RNA Panel

51F UMI (Unique Molecular Indices) #/= -
O] XE = 25ng total RNA K E
BES|FHKRET - AL ERE  oREEHE
6hr £ RNA X mEIZETH, - MERED S
RENBR LT IE

¥ Molecular barcode Eif& PCR #

PCR duplicates/ Molecular
Reads barcodes

cDNA

Synthesis — Enrichment
e
SampleB — Molecular Py Amplification
Barcoding
mRNA cDNA

HERFETE
2 100 {El copy HJ RNA target

BEFETE BRI ERRRE

RS IBIES e R =

| PHiR/ P ERE |

EAKE

175% 1000 EEANBZEE

BSRER

RHFERNERE

Results
[No. of transcripts and ratio)

HRE & mn
86 i

/~/\/ J

Sample A Sample B Ratio

Original Sample 4
RNAseq QlAseq quantification

(Based on molecular 4

barcodes)

Traditional RNAseq

quantification 12

(based on reads)

e FAY A : MiSeq, NextSeq, HiSeq, PGM, Proton ...

® Controls : gDNA, House-Keeping Genes
e BXME : 25-400ng RNA
o EMRIE : 100 bp (S FFPEIREE

o BAEfiIXIITFE ZEEE

BARRREAZEEHAR

PCR-based _

FERKZ RNA
Whole transcriptome BEEE
sequencing (WTS) EXEiEss

. jb%’{ﬁ%;?ﬁnﬂ

Microarray

FERE RNA
Traditional targeted L

B m=

RNA seqgencing

¥ EopCREE—B - RESERMER

EERER

Digisal EMAseq Fold Change
Log 10 [HBRR/UHRR)
B
53

PCR Fold Change Log 10 {HBRR/UHRR)

1 4:1

1 4:1

AR 96 BHERHEST 1000 EREFENSF

£55 25ng RNA
BRI
%HF AT R R R IR
ZAF
1% 25ng RNA

Digital Sequencing T H BRIEIE R =

¥ FAESIYRETUIESEREEN
(>97% specificity)
Spacifity %)
22 —r

0
[+]

o ——u__u 8

DMA fng) | 20

S |125) 20| 5 (125 20

5 |125| 20 | 20

:uﬂlha 12012 | 12 24 | 24 | 24 100 100! 100 | 400 | 1000
nw?l’;lmed plex | plox | plex | plex | plex | plex  plex | plex | plex | plex | plex

S”(FK_P, 7% TR |ITR VTR IR IR VTR VR IR | R | VR
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QlAseq Targeted RNA Panel (12) / (96)

e Human Angiogenesis & Endothelial Cell Biology RHS-001Z
e Human Apoptosis & Cell Death RHS-002Z
e Human Cancer Transcriptome RHS-003Z
333002 / e Human Extracellular Matrix & Cell Adhesion Molecules RHS-004Z
333005 e Human Inflammation & Immunity Transcriptome RHS-005Z
* Human Molecular Toxicology Transcriptome RHS-006Z
e Human Signal Transduction PathwayFinder RHS-007Z
e Human Stem Cell & Differentiation Markers RHS-008Z
e Human Immuno-Oncology RHS-009Z
:ggg;g/ QlAseq Targeted RNA Custom Panel (12) / (96)

QlAseq Targeted RNA Virtual Panels
(more than 170 panels with biologically- and disease-relevant gene content)

333012/ QlAseq Targeted RNA Extended Panel (12) / (96)
333015 (Any of the cataloged panels + up to 25 additional genes)

FTHEHC Index

333114 QlAseq Targeted RNA 12-Index | (48)

333117 QlAseq Targeted RNA 96-Index | (384) illumina
333127 QlAseq Targeted RNA 96-Index HT | (384)

333214 QlAseq Targeted RNA 12-Index L (48)

333217 QlAseq Targeted RNA 96-Index HT L (384)

L IN \
Van R )
(" 1\ W, jj f+ 2 virtual RNA panel ?

o o _
\ &6{ / \ QlAseq Targeted Virtual RNA Panels

lon Torrent

xu/

—
-

j/ \E“.\ j?CJ &:\‘l o BB 170 B E BB SRR panel ZEiE

\f o E % SABioscience ZFREX A BA K B B B a8
BRISIFREE R E
e panel 825 84 fEER X 5 {& housekeeping E X

—

x,‘

SEREEEMEAJ B ER

QlAseq Library Quant Array kit

333304 e array (96-well format) for quantifying lllumina libraries QSIL-003
e arrays (384-well format) for quantifying Illumina libraries QSIL-3003
e arrays (384-well format) for quantifying lon Torrent libraries QSIT-003

QlAseq Library Quant Assay Kit
333314 ¢ qPCR assays for quantifying lllumina libraries QSTF-ILZ
¢ gPCR assays for quantifying lon Torrent libraries QSTF-ITZ



BHEtE=2IE

EEEHARENRE

HRE ~ EFERE

S EHRIE? SRR HEENERRE
YR EIAK [~~~

EYANEL B

REGEHBZE

MBE 70K

Tissuelyser I

SEEABER

(B2 : 24*2,96*2)

QlAsymphony SP
THEEEERARE
(B2 : 96 - WIKZMR)

QlAxcel Advanced

EHEEXE
(£ : 12-96)

QlAsymphony AS
THEEERARE
(B2 : 96 - WIKZRMR)

Rotor-Gene Q

EEZPCR D&
(SZ#BHRM)

Wﬂ%:

“wf’

Powerlyzer 24
Homogenizer

chifE S AH A AT R
GBE : 240@HA)

i

QlAcube HT
SE=EZgatE
(B2 : 96 EEZRMR)

QlAxpert

SRS D

YEET @ (B= : 1685 Mm
EE£DNA/RNA/Protein)

free

ﬂ;.::.‘
e

QlAgility
SEIWET-papas

PyroMark Q24/Q28
EHR FE

TissueRuptor

FRIAMIER

QlAcube connect
EEILEAEE K
(BE:12  ERER)

QlAxcel Advanced
EMEEXE
(BE : 12-96)
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E K X Clean Station = 1I 8

L

s s ()6
=
SUEBREAER  HERDBEAZESE  HE - NER | EmE
IREARRRROZMIL PM 0.3 BEEIK - DRSERNEREE mA 4 88
- RICHERAEREZRBEFHAENER - HPARZHES
FiE - BREFENERMERERRT -
F101 £ FAZEREF
BN E
NT$ 4 300 + NTS 1I399 (%1% NTS 1,760)

SHEYRM 6A)+ ETSIRA

BT 152818 (NTD)

F X SHE 5 BiTE . BN BEYEME 6A) 360
BEMEMEA. B HREARBNES | 1,400

(JF{& NTS 7,990)

HBRINEE

+NT$ 4,800 (=@ NS 6,460)
Z2inl BIEEA (6 ) + ECF €5 AN
; TEAY + HEPATE 49
s s
NTS 33,000

(/218 NT$ 39,800) +NT$999 (=@ NT$1,500)

SEERIHRREE BEER 2R

N :\tﬁé\ =:23
X SEH 5 B8 - BR . '"* £ 55 (NTD)
F2inl BTEVE (6A), =4 2inl BIEAM (6A) 1,500
B e aEH 1,980
Hepa 48 2,980

FEBHEN R EEESEE NTS 8,000 =& 21 RS
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