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16S 2?5+ EREME M 16S?

16S rRNA EREZERFEMEETET REEERTIATTEEE ) T FR5E RIbREZF
AMEVETARRDITNERIRI BB 16S EF AT URE T BIRAR I EEN - ZR1EH
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PacBio 16S rRNA Full-length Sequencing
£/ PacBio HiFi REBRFEM  —RTERE 16S 2 V1-VI Bl RAVEE T RIFTE > FRE
HRFREFERNDERE BRBEIMERE-

Bt R — % By Eh
e > 801@

$2,XXX/ sample Sl,xxx / sample
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16S Full-length (V1-V9) PCR QC

SMRTbell Library Preparation

PacBio HiFi Sequencing:20,000 =10% HiFi Reads / sample
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PacBio HiFi Human Whole Genome Sequencing [20X coverage]
A PacBio HIFi REEBREFKIN RESEREERFEEAR EEERTARERELERHN
BREH EBER (SV) - EEFT BRI EMBN(Phasing) Bl RIKEBHREBRERF R

#l> 52 B = && & Reference Genome 17
$8X,XXX/sample

v Human gDNA QC

v SMRTbell Library Preparation

v PacBio Vega HiFi Sequencing Full Run

+ AIINEE BRI EMDTIRTS carmm wmsit

VEGA BENCHTOP SYSTEM

HiFi sequencing within reach

B IIER

ONT Human WGS 90G 6 Sh $41,950/sample
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M BRBRNOEABREE, WEREBBEFRRED HIR Adapter-Dimer EE{E Chimera 25X » 1€ M B
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Fragmented input DNA

End repair
Blunting end of input DNA
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of Ligation 1 Adapter to ﬂ__

3" ends of insert

Ligation 2

Ligation 2 Adapter primes
gap filling across the UMI
followed by 5’ ligation
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xGen HiFi PCR Mix
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» xGen Hyb Capture Panels [a]#0:%]
w2 R

AmBENRESSERE 1t

0 RiSfZEMRE

10010206 xGen™ cfDNA & FFPE DNA Library Prep v2 MC Kit, 16 rxn
10010207 xGen™ cfDNA & FFPE DNA Library Prep v2 MC Kit, 96 rxn

10005975 xGen™ UDI Primers, 16 rxn 1-16
10005922 xGen™ UDI Primers Plate 1, 8nt 1-96
10008052 uDlI xGen™ UDI 10nt Primer Plates 1-4 1-384
10008053 xGen™ UDI 10nt Primer Plates 1-8 1-768
10008054 xGen™ UDI 10nt Primer Plates 1-16 1-1536
10009796 xGen™ Normalase UDI Primers Plate 1 1-96
10009797 xGen™ Normalase UDI Primers Plate 2 97-192
Normalase - UDI
10009798 xGen™ Normalase UDI Primers Plate 3 193-288

10009799 xGen™ Normalase UDI Primers Plate 4 289-384



3 Restriction-site Associated DNA Sequencing
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[ VCF ] Variant Call Format [ NEX ] NEXUS Format [ STR] STRUCTURE Format
FEE®E GWAS XEBEEREREED o BEEBRAE{CHE. BEEEHREEED T
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R % A 17 £t

ML tree & AL (Maximum Likelihood Tree)
B RPRNDBE

Bl Tree HEERHERH (Bayesian Inference Tree)

BEh {8 Bootstrap XIFEEBEMAIEES
HRGRGEE A aRRERERR-
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Probability
]
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REE GRS I
AR SRR DR
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EESCEB S (Fixation Index,
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B
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Fixation Index, Fg

w

looois k.

e oua

“Taiwan-Vietnam : Fst =0.0720+0.0343

A cerana-A. melifera : Fst=0.0080 £ 0.0626

Fst<0.05
0.05 sFst<0.15
0.15 sFst<0.25

0.25 <Fst [ ]
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Vost A maliors 4 corana
Countiies | Taiwan Vietnam

EEZSEYEDS T (Genetic Diversity)
LEEREERBE B2 M.

Fst)

| | Species level | W | P |
The number of alleles (Na) 1.8700 1.65%0 1.6780
Number of effective alleles (Ne) 1.3570 1.3400 1.4260
Observed heterozygosity (Ho) 0.1560 0.1460 0.1420
Expected heterozygosity (He) 0.1690 0.1780 0.2060
EERERMB 2 (GWAS)
1% SNPs E2 Phenotypes E AL > # B B 2451

BB EREC

» « o

-log1l0(p_wald)
w

GWAS

Manhattan plot

log366_posaz

loca79_pos1s
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loc591_pos353
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illumina Single Cell 3' RNA Prep

0 ikl

Illumina Single Cell 3' RNA Prep#& & #TBI B PIPseq™#: 17 > 3538
EZILER Bm R o 38 B 41 R B mRNAEL (KBS ML F (template
particle) TR iR M BEHARE FRRMTHI 2 MIREFo

0

i

i

4

= ﬁ
- . il i _
—7] " 7 @ " hY // =
Vi TE @ - == A =—
‘- 3 - L ==

Library

Cell Prep Cell capture in PIPs and lysis MRNA capture cDNA Preparation Breparation

Sequencing Analysis

® B cells

Naive CD4 T cells
® Effector memory CD4 T cells
® Effector memory CD8 T cells.

40K {° @ NIH 3T3 (mouse)
@ HEK 293 (human)
@ Multiplets (< 5%)

30K o Natural killer cells
® CD14 monocytes

© CD16 monocytes

UMAP2

Type 2 conventional dendritic cells

20K 17 ® Plasma cells

Platelets

@ Hematopoietic stem and progenitor cells
Naive CD8 T cells

@ Cytotoxic CD4 T cells

UMAP1 High mitochondria

10K {2

No. mouse transcripts

1“0K. 20K 30K 40K 50K @ Human PBMC4 RS AERT20 3G 505 438 2131,6 1 3ZEARA i RE RIET9%
No. human transcripts 0O =ERAMRESNBARERFS R BRSHNRBIRMEE (Multiplet rate < 5%)

'O

AR 5 35 &8

MBEEE

ZEZME

Blood, Not FFPE-compatible, Bone marrow, Single cells......

Any species, Human, Mouse, Yeast, Zebrafish......

T2 Kit Profile up to 2,000 single cells per reaction
T10 Kit Profile up to 10,000 single cells per reaction
T20 Kit Profile up to 20,000 single cells per reaction

T100 Kit Profile up to 100,000 single cells per reaction
TETRESHRBAND BOHRERER!

DETR? FREEERERRS!!!

mm $60,000 /2 samples wesro

© B2BE-EF(60G) © REGCRT2ERERS
O MBEAERENETRARME © REBLR4H



gBlocks™ Gene Fragments (Tube/Plate)

HER KAk

0 BESHERDNAR - NEEFR R

HAIDTHEABEBUItramer™ DNAOligosm R EGMIE2 A EZRE MEEREBEBEMAE T X
ETRTEIANGREEHIBRE

EAEABR -EREYEREQEIRERBR BRANIMBHIETMCRISPRERF 47
qPCRAINGSEBER L FER o

BRRE /T1125-3000 bpZ ERERIE UIRHEMENERT R
HERE FBIRERDNARK B> 250:500+1000 ng (fkREREME)
EEREA TIEERTAM S BERE B Z@mbEs % 81 Gibson Assembly®s
Golden Gate~Gateway® ~TOPO™/TA clonmgﬁblunt—end cloning=§ o

Gene synthesis & X & X

0 ERAFHR - FREZAENEBRER

EREEAGAH BERBRARABE ! RAEREIRABREEGH BERREHRESERN
FRIRTZE

A ~4ug LRIz IR E RS ~4ugR R IRE RS

BRRE <3,000 bp < 8,000 bp
HEREE sHEIAREEREER!
QC RMUEFER E i RREE IR S
S 65%/bp (1E3435007T/1%) 95%8/bp (E5440007T /1)

QO EBREFEEV4E{LARFE (Plasmid DNA Extraction)

Midiprep/ Midiprep(Endotoxin-free) . o o 100-150mL
RENMEE BN BRI (BXE)

Maxiprep/ Maxiprep(Endotoxin-free) 300mL

*INARFRIE Plasmid DNABE>10ng/uL  #8F&>50uL; Glycerol stock HBRE /&  BEFE>250pL°
*AERFEE A DHS oS (R AR T R TE -

10



eosse =75 (i&HAE « 93 Hir Be 15 Bl BY =2 8 5% il
QIAGEN

EmEZEBEY SOURERRBEOMBBENE —ERK, QAGENRHEBNMARLT R REERL

FEI RN
RS RNBEZ!!
D
4195 > )
— BEEKHT BRSNS L c

REEGroup Am@ I ZGroup BEEmMNERE(ERE)!!!

pA

Cat. Product Name

12165 QIAGEN Plasmid Maxi Kit (100)
69106 DNeasy Plant Mini Kit (250)
69506 DNeasy Blood & Tissue Kit (250)

51306 QIAamp DNA Mini Kit (250) 1+1 mH—EFERE -~

[ O
N

51106 QIAamp DNA Blood Mini Kit (250)

74106 RNeasy Mini Kit (250) & RNeasy mini kit (250)

B X —#HRNeasy Plus Mini Kit

Product Name

51104 QlAamp DNA Blood Mini Kit (50)
+6,666 51304 QlAamp DNA Mini Kit (50)

69504 DNeasy Blood & Tissue Kit (50)

12143  QIAGEN Plasmid Midi Kit (25)

27106  QlAprep Spin Miniprep Kit (250)

51804 QIlAamp PowerFecal Pro DNA Kit (50)

| +8,888 69104 DNeasy Plant Mini Kit (50)

cLE

nft

AREEXEH

74104 RNeasy Mini Kit (50)
74134  RNeasy Plus Mini Kit (50)
74904 RNeasy Plant Mini Kit (50)
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Authorized Distributor

B FE 7K 52 87 1IE TURK 73

Thermo Fisher Scientific 3£ Applied Biosystems™
Thermal Cycler (PCR machine) 2 &5 E R IE ™S

Applied Biosystems™ Thermal Cycler &3l
oK H 3 OE BB T EEE

4

EZPCRESEMNEER BLGHZTEET!




LPD EmiF BxRMRIE
thermo

sentic Thermo Fisher Scientific EE =B 5

Authorized Distributor

BN
M E bk & E

R EIENDE BRE LT RIS RY I BEAERB
BRI E B IR AT AIE MG B BRI

TN
0 BIER:370 =
EALAENHERARER BB ENRRES &R
SABTREER A HEPA JBIBE - J2HE Class 100 SRER ST
140°C SAMEI A —RERHT LAB=H R
EB R BRI S

R
HRE_SRCHIEER

SRS M AR ET S M IR ERI BB AR R AR B B
MEEB AL EASSERMMERE R

Q RIEZE:{160/i250

FEHRFF 30 WEREAMEANRBESEN 6 DERDRRE

(RE 10 DEARMIE) -'
REBREEREHEPABRESR BEAZERMEZE I1SOS5
|ART CO, RURAIZREN ] —##1T 180°C &M
12-log WEREKZE (SAL)
BEAHEEANEEAEANRBKERAZ SR BERZEE -
e 45 K Bk

4
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LPD E @i BxRMRIE
therm

setic Thermo Fisher Scientific 25 =2 28 &

Autho ized Distributor

B A= M B ER SRR
B -80 EBIERSRIE RS XEBRABRARR2 o

“ACT.

The Environmental

9 é ﬂ E"J 'I‘i ﬁE ;51 *% E E Impact Factor Label

RZIAMAEAIR BERENS M (£ 0.2°C)\BEM (£ 3.7°C) BELRZERE (< 19 min)
RAMBESHEBREN RS EENERAIBRAREE
kEEsESYeEITRSEARRRE NEERBNRE LAIFEA USB ELHERB[IKREEN
mERTHERE (-40°C £ -86°C) EITREF (43.6dBA) EAMIEEEE

O KEABNIRE

RUSBLZ2ER OESKRCERREE PENERBER REFR
— MR AFIRE
SMIARZ B EIREERD 5 R R FT

0 IRMRXEHAE

MEESIARMISEE W/ VIRIEAHKRAEEESE (< 8.13 E/H)
FERIRRLSEKREHAME  RIRRETERE
#B=E ENERGY STARIRRENREEL ACT F=FHIRIBIZERE

BRAE LPD EmENEREARERAG —SCHRKEERALEYZ2RES
mBTEHENEEE mELHREHT X!

HEHASHEES |,



