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Illumina Protein Prep - Unlock 9,500 Proteins
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Olink Proteomics - Reveal
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Dive into the Single-Cell Multiverse

103¢ Chromium Single Cell
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Single Cell 3' RNA Prep

» Illumina Single Cell 3' RNA Prep# &
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No. mouse transcripts

Cell Prep Cell capture in PIPs and lysis MRNA capture

cDNA Preparation

a1

Library
Preparation

Analysis

Sequencing

® B cells

@ NIH 3T3 (mouse)
@ HEK 293 (human)
@ Multiplets (< 5%)
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© Naive CD4 T cells

© Effector memory CD4 T cells

® Effector memory CD8 T cells

© Natural killer cells

© CD14 monocytes

© CD16 monocytes

© Type 2 conventional dendritic cells
® Plasma cells

© Platelets

@ Hematopoietic stem and progenitor cells
© Naive CD8 T cells

@ Cytotoxic CD4 T cells

UMAP1

10K 20K 30K 40K 50K

No. human transcripts

(s )

@ High mitochondria

@ Human PBMC4 H$AEAT20 A A (458 5131,61 3EHMA - e 32
O =EEAMREANBMARE SR BN SHNRIRNEE (Multiplet rate < 5%)

Any species, Human, Mouse, Yeast, Zebrafish......

Blood, Not FFPE-compatible, Bone marrow, Single cells....

T2 Kit Profile up to 2,000 single cells per reaction
T10 Kit Profile up to 10,000 single cells per reaction
T20 Kit Profile up to 20,000 single cells per reaction
T100 Kit  Profile up to 100,000 single cells per reaction
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DOXIDI xGen™ MRD Hybridization Panel

INTEGRATED DNA TECHNOLOGIES

Minimal Residual Disease (MRD) 2t E?
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> EERFEMEEBH (Tumor-informed MRD)

> fEIRAEJE DNA (ctDNA) 188

> {E3EZRE 554 (<1% VAF)

> B A b J2 iE B R 3T

> BRI MR cfDNAFFPE DNA-FEJ&Z 4H 4% DNA
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> BEEBRERZEES 30,000X M _E (raw depth) » W EEZ UMI-based error correction
» S4H Panel RZ ARt

» 5 EATERAEE BERBURREER AR

> HRIEEECERUTR

xGen cfDNA & FFPE DNA Library Prep Kit v2 MC Kit 16 & 96 rxn
xGen Hybridization and Wash v3 Reagents 16 & 96 rxn
xGen Hybridization and Wash v3 Beads 16 & 96 rxn
xGen Library Amplification Primer Mix 16 & 96 rxn
xGen Universal Blockers TS 16 & 96 rxn
xGen UDI Primers 16 rxn & Plate 1, 8nt
xGen MRD Hybridization Panel 16 rxn

xGen Normalase™ Module (Optional) 96 rxn
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IDI Custom Synthesis Service

INTEGRATED DNA TECHNOLOGIES

Custom DNA Oligos
SEARNSRETNLIF REREATEY

» Single-stranded DNA
225 nmoleZE 10 umoleifB 44 & AL IR 1%

» RxnReady™ Primer Pools
H2/&DNAoligolt EEHETTRES
» Duplexed DNA
21K B RDNA oligoBi & A € R

IDT Ultramer™ DNA Oligos
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£ 0 IDT proprietary platforms have a better coupling efficiency than
S 20 other suppliers, which provides more full-length oligonucleotides in
< . . . . . .
TN your order. Small increases in coupling efficiency (<1%) result in
measurable increases in full-length product yield.
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gBlocks™ Gene Fragments (Tube/Plate)
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% of colonies correct
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Sequence length (bp)

IDT gBlocks and gBlocks HiFi Gene Fragments produce a higher percentage of correct colonies
when compared to two other suppliers.
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XXXIDI  CRISPR Products for Gene Editing

INTEGRATED DNA TECHNOLOGIES

EEERNEERE  IDTAL-R™CRISPREFGHEMASH X

A. RNP delivery with Cas9 nuclease and two-part guide RNA (crRNA + tracrRNA)

Step 1—Anneal to form gRNA m
15 minutes > +

Step 2—Complex gRNA

and Cas9 to form RNP + >\9

10-20 minutes

Step 3—Deliver RNP
30-60 minutes

B. RNP delivery with Cas9 nuclease and sgRNA
Step 1—Complex sgRNA
and Cas9 to form RNP
10-20 minutes

Step 2—Deliver RNP
30-60 minutes

- +

Overview of Alt-R CRISPR-Cas9 System experiments for ribonucleoprotein delivery by
lipid-mediated transfection, electroporation, or microinjection using (A) 2-part guide RNAs
(crRNA:tracrRNA duplex) or (B) sgRNAs.

AT EGEIZIDT Alt-R™MAL?

EERREET ERNVABUANREN XA MBS ENFEIDT Alt-R™ CRISPRAKEAZ
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( Alt-R™ Cas9 Guide RNA W

» Alt-R™ Cas9 Guide RNA
BEER BEAEERGRE NA-MmEE-
» single guide RNA (sgRNA)
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( Alt-R™ Cas9 enzymes W
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» Alt-R™ CRISPR-Casl2a (Cpfl) genome editing
BRANREIATFRIINEYRERARE

» Alt-R™ CRISPR-Cas9 Control Kits

#H ¥ HumanZ mouse¥) fE 3R » s Bl 45 & & B4 M4 B2 52 14 ¥ BB crRNA~tracrRNAK BB 17X 0 A B e B3 14 3

B8 crRNABR A Y PCR5| F o

» Alt-R™ CRISPR-Cas9 Electroporation Enhancer
ELEFILE ERARNPEAMMIKEK.

» Alt-R™ HDR Enhancer V2
SR Fhomology-directed repairfyz = o

» Alt-R™ Genome Editing Detection Kit

A T7 endonuclease | (TTEI) mismatch cleavage assay AJ B 1 & iR B2 E R R E N IndelZE &

> W 5T CRISPR BRIZMMME PR EARERE-

10



11

ICHE MR gt

R EB 2 B Fl /R ERE

E L 4E{E - 53 # Be 1 iR BY =58 £ il

EmEZBREY RARERRREONBENE 2K

QIAGEN Rt R BN RS R BEEER L AT HRITFE A -

RIFBE - mEBBEREX!

>33 Chaotropic Silica Membrane B0 B

FAA R EE % (chaotropic)fEDNAB B EEZEE S WXL ER

QlAprep %1 - QlAwave %7l

27104  QlAprep Spin Miniprep Kit (50) 27204  QlAwave Plasmid Miniprep Kit (50)
27106  QlAprep Spin Miniprep Kit (250) 27206  QlAwave Plasmid Miniprep Kit (250)

BREFMEREAERLERE! PLUS

1R 3%

MRV Non-chaotropic Silica Membrane GEEID €IS

REEMNIFEMEYRBEL S X BEAREBEMERRE-

Plasmid Plus &%

12943
12945
12963
12965
12981

12991

QIAGEN Plasmid Plus Midi Kit (25)
QIAGEN Plasmid Plus Midi Kit (100)
QIAGEN Plasmid Plus Maxi Kit (25)
QIAGEN Plasmid Plus Maxi Kit (100)
QIAGEN Plasmid Plus Mega Kit (5)
QIAGEN Plasmid Plus Giga Kit (5)

QIAfilter 231

12243
12245
12262
12263

FEBECQIAfilter Cartridge
EREBITRY BT 4k M A2 BBECQIAprecipitator

MEEESYERE!

¥l Anion-Exchange Resin
ZEBREEFEBEZEESDONARMES

Plasmid &% Plasmid &%

12123
12125
12143
12145

BEOEB

&£ B 7+ 4R

QIAGEN Plasmid Mini Kit (25)
QIAGEN Plasmid Mini Kit (100)
QIAGEN Plasmid Midi Kit (25)
QIAGEN Plasmid Midi Kit (100)

R HiSpeed TipiniE

REEVMRE

‘ "

HiSpeed &%l

QIlAfilter Plasmid Midi Kit (25) 12643  HiSpeed Plasmid Midi Kit (25)
QIlAfilter Plasmid Midi Kit (100) 12662 HiSpeed Plasmid Maxi Kit (10)
QIlAfilter Plasmid Maxi Kit (10) 12663  HiSpeed Plasmid Maxi Kit (25)
QIAfilter Plasmid Maxi Kit (25)

LUCsCIFMMNEHEEREY

12162  QIAGEN Plasmid Maxi Kit (10)
12163  QIAGEN Plasmid Maxi Kit (25)
12165 QIAGEN Plasmid Maxi Kit (100)
12181  QIAGEN Plasmid Mega Kit (5)
12183  QIAGEN Plasmid Mega Kit (25)

BMARSEERTER
BRRBRARERER

EndoFree %7l

12362 EndoFree Plasmid Maxi Kit (10)
12381 EndoFree Plasmid Mega Kit (5)
12391 EndoFree Plasmid Giga Kit (5)
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Autho zed Distributor
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Authorized Distributor

Thermo Fisher Scientific S =5
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Impact Factor Label
1 1

> RZTEMAERIR BEEREN S M (£ 0.2°C) BEM (£ 3.7°C) EEREE (< 19 min)

> B ESERER KA R B EE

> EEEEEREeEEEREAREDR IREEGRIKS LAFH USB EH&B[KEEH
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