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assembly
stats_assembly
stats_info
stats_info
stats_len
stats_len
stats_len
stats_len

stats_len
stats_len

stats_len

aEne=anEnnl=nnE=E=l

B [FYEEEEmE (Quality Filtering) B EEFEAHIE (Assembly)
B 553 Ef (Binning) ® E[EXER (Gene Prediction)
B Y)iEFEEE (Species Composition) B EEEEESN
B AHREESRERAET 24T (10 : PCA ~ PCoA ~ NMDS » SRR
UPGMA - LEfSE * ANOSIM * MRPP * Function) (EZESeTanin
B INEEERED B INEEERED

N50
N70
N90
N95
base
reads
max
mean
median
min
mode
modeval
range
stddev

Metagenomics Sequencing A B F IR 2 E IF IR
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stats,
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Johnson, J.S., Spakowicz, D.J., Hong, BY. et al. Evaluation of 16S rRNA gene

sequencing for species and strain-level microbiome analysis. Nat Commun
10,5029 (2019). https://doi.org/10.1038/s41467-019-13036-1

PacBio 16S rRNA Sequencing

& 16SE K (V1-V9) 20,000 = 10% HiFi Reads
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On-chip Multiplexing (OCM)

* BEGEM-XEMEM ESEERLEED FrmAsEE{E(OCM, 4-plex)
- BRBEBIETHICE RRESERBERS
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Prestained Protein Marker (3-245kDa)

Prestained Protein Marker (9-245 kDa) = >

- =im
- -t
—pa ==

Cat. No.: S2GNM05a30005 | Unit: 250 pl X 2 - -

Ready-to-use N FEHEE:Z
R ELEEER O EELAEAE o K

smszo0e 92,400 e YV E E

Tris-Glycine

App—
—- —
‘i

.....

Bis-Tris
(MES)

Coomassie Protein Staining Solution

Cat. No.: SIGNM01g10001 | Unit: 500 ml

SEHNE BEMEB(destaining)

B SDS-PAGE gelsM#— BN ERERBBA R’
SO TEENRE AU RIS ER.

i $2,200 5_1'&8/()/0)/25

AVNNN\LY

Ponceau S Protein Staining Solution

Ready-to-use AR EERIMEFE
ENAApE e E T sl {EA ¥ nitrocelluloseZ{PVDF membranes

ETE LEREAEERE.

RE$2;000 gl.' &@g@ /48

ECL Detection Kit ECL/2 Yt 2 &t E4H

Pt o 16103000 Uncs0 2
Femto5 ks Es iR SRENMEMATR!
ECLSYt2&AEI&HHRP(horseradish peroxidase)
BEERAREESCES AT BAMR Western BlotE A

RiE 51,800 §_1| ,J45,‘0)‘ /48

ECL Detectionkt

Reagent A

Y
* Storedata’c
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First Strand cDNA Synthesis Kit
RE#FREEFTRSHEMMLY reverse transcriptase~RNase Inhibitor~dNTPs %k FEA B -
mlHtotal RNASEMRNAL B cDNA X PCRE(Real-time PCREERFER

snsoooe $7,000) e

More flexible More convenient
First Strand cDNA Synthesis Kit First Strand cDNA Synthesis Kit Il
Cat. No. S2GNMO03j30001 S2GNMO03j30002
Unit 100 rxns 100 rxns

Reverse Transcriptase (200 U/ul)
Enzymes RTase/Rl Enzyme Mix

RNase Inhibitor (20 U/pul)

5X RT Buffer (DTT)

5X RT Buffer (DTT/dNTPs)

Other dNTPs Mix (10 mM each)

components

Oligo (dT),, (50 uM)

Oligo (dT)/Random Primer Mix

Random Hexamers (100 pM)

BRAAmATEERE +++ *

Cell Counting Kit-8 (CCK-8)

S RIE E T E— | BP R ST AR B 1 1Al

EAEAKAMERNWST-8 EEAMMTT - XTT-MTS\WST- 1/ 8tL EE E S & BEHUE  EH 7T 40
AN ST ERTAEEEEMNMLE.

WST8
: Reduced form
Light yellow Dehydrogenase

MERER

.\
Formazan Electron mediator

REl= Live cell [R1E $3:599
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MagMax™ B Z &A= RMHUE  ERIAER!
- BRSBTS (0 MR ORERE 8. %)
» BI4B{EDNARIRNA > LA 34 P CRID I

- AREHMFERGS AEDLERERERE!

K222 =5 fAZ2

MagMAX™ CORE Nucleic Acid Purification Kit (100/500)
SRR S ERIERD

NN NN NN rorr-rcranE

VetMAX™ Plus/Path-IDTM/ AgPath-ID™ i Bl &

BRI T v

R ES| T RS EPCRES \

- BERENEERHER

- EH— BTSN B =

KA22 5B KAA2

244

AgPath-ID One-Step RT-PCR reagents (100)
ER-RE - TARMERSEHRN B EEXMERERARARAES
FREsEAEBRAFSEI RECSREENGERBEGLEATHIE!

ANNNNNEITTTT

VetMAX™ Xeno™ IPC DNA/RNA 514 P #1885
- BEREE FBRMEAYE BRRRE!
- BEEYESHN A S L BE P i X BN S R
- BMEEPCRINEIME T8
vvv EFIE S WV vv]

VetMAX™ Xeno™ Internal Positive Control DNA (100/500)
VetMAX™ Xeno™ Internal Positive Control RNA (100/500)

» The effect of increasing inhibition on RNA

/7 target and subsequent effect on Xeno IPC.
://_/ -+-Target RNA
-#Xeno IPC

1 2 4 < - \
g N
Hematin (M) /&j‘ S L ,\\

Average G, of target
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00000
QIAGEN

BELECHZEBAEEST AR IEHEERFRE - RBRENEREIE-
QIAGENBN B TEREUP UP> &2

TERLERFNEE!

HEZNSMEMAMIRNA

miRNeasyZ HY & 31

#EQIAGEN miRNeasy#&7%l

- HENR BRI MIRNARE TR EZEN A E
- ERWBERETR A MEEmEEY
- REZTREER THEREREZ

- #EZE{FE R phenol/chloroformP B> L2
- ES MR (Buffer RLT)EVLQIAzol» fRET FEIRRNA
- BEtSE A (Buffer RPP)» B E R B B EHMTAY)

Cat. R Cat. IEfETR-Advanced %%
217084 | miRNeasy Micro Kit (50) 217684 | miRNeasy Tissue/Cells Advanced Micro Kit (50)
217004 | miRNeasy Mini Kit (50) 217604 | miRNeasy Tissue/Cells Advanced Mini Kit (50)
217184 | miRNeasy Serum/Plasma Kit (50) s 217204 | miRNeasy Serum/Plasma Advanced Kit (50)
- »rr [ »rr
| & _. L "?ﬁ“ﬂ'%n-&?!;: ) :
- A E B OE B E B exosomal RNA - STEFFPEIRRREEEY R HEMNMEA SR
< BRARMME/ M MEIEER REERE - RIRESDETEME R BRMEKRBIRA
- {2 #tRNAseq mRNA/mIRNA profiling 5 &3 BE £ F 38 - BoE B BB EIRIE  [E K cross-linking IR &
Cat. ExosomeZE A AT Cat. FFPE IRE A A7
77144 | exoRNeasy Midi Kit (50) 217504 | miRNeasy FFPE Kit (50)
77164 | exoRNeasy Maxi Kit (50) . )
_ »rr — VAT

11
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miRCURY LNA miRNA RT-PCR System

EAEBEMEAENENLNA-enhanced qPCR primer BRI EDINR L )

Witk - RIEREMEL pg RNA> R pre-amplification
« BEORMIRNAD I FE R B B RERME IR

- BRIEBRR 1L (false positive) IR S ARG

- REREI/NFIIRERIRD KIBIRFAEERNER

SYBR Green LNA-enhanced hydrolysis probe

LNA
R fic d ori miRNA-specific
Detection svstem miR-specific forward primer ik probe
4 ® ————>  TTITITITIITTT miRNA-specific @
miR-specific reverse primer forward primer
3 ————————— TTTTTTTITITITTT 5
universal
reverse primer
Reverse Transcription | 339340 | miRCURY LNA RT Kit 339340 [ miRCURY LNA RT Kit
Optional Spike-in 339390 | RNA Spike-In Kit, For RT 339390 | RNA Spike-In Kit, For RT
p p

339345 | miRCURY LNA SYBR Green PCR Kit (200) | 339371 | miRCURY Probe PCR Kit (200)

MasterMix
(for gPCR) 339346 | miRCURY LNA SYBR Green PCR Kit (600) | 339372 | miRCURY Probe PCR Kit (800)

339347 | miRCURY LNA SYBR Green PCR Kit (4000) | 339373 | miRCURY Probe PCR Kit (4000)

339306 [ miRCURY LNA miRNA PCR Assay 339350 | miRCURY LNA miRNA Probe Assay

339317 [ miRCURY LNA miRNA Custom PCR Assay | 339351 | miRCURY LNA miRNA Custom Probe Assay
Assay & Panel

339325 | miRCURY LNA miRNA Focus Panel 339362 | miRCURY LNA miRNA Focus Probe Panel

339330 | miRCURY LNA miRNA Custom PCR Panel | 339360 | miRCURY LNA miRNA Custom Probe Panel

QIAquant BlFFE X EEPCRA K

- RRHE - HANE BRRESTENERER

« X #96 wellm384 well plate' BZER &% e
c REMIEERE 30D EITM40Ecycle i

- BEHE AENAEEEERARE AR

- BRI ERMELT0.1C Y —1%EL0.15°C

- EEFEINRE RMEEEL0°C

RIEREHFHMN
miRNARI 5 %

REEEREFOEF!

O
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miRCURY LNA Digital PCR

@ One single cDNA reaction for all miRNA ﬁéQlAcuityHﬁﬁ{E%’?ﬁﬁjdigital PCR

EIImiRNA ProfilingfiBHiE S

Firststrand synthesis (RT)
Mature miRNA

AAAAAAAAAAAAAAAAAAAA . o . S 4— =
«—— w7 - EREEMIRBase EITFAE EYBIMIRNAD M
3’ degenerate anchor 5’ universal tag

- HEEHE RERE]L pg total RNALEE
- BESFEM SEERImature miRNAEB E precursor
ML SRR EEE B A B RIEFER3/NE

@ Two LNA-enhanced miRNA-specific PCR primers

dPCR amplification
miR-specific forward primer

000>

TTITTTTIIITTI NI ——— Cat. Product Name
“—Qo——0Q0—
miR-specific reverse primer Traies\::firSteion 339340 | miRCURY LNA RT Kit
250111 | QlAcuity EG PCR Kit (1mL)
MasterMix . .
250112 | QlAcuity EG PCR Kit (5mL)
@ Three-hour workflow (for dPCR)
250113 | QIAcuity EG PCR Kit (25mL)
S 3 hours _—
o oPe inis 339306 | MIRCURY LNA miRNA PCR Assay
RNA () N DATA Assay
. 339317 | miRCURY LNA miRNA Custom PCR Assay
- Y
Copi i d
PNk imhdas hsa-miR-99a-5p  hsa-miR-16-5p  hsa-miR-98-5p
10000000 R?>0.99 100
1000000
100000 80
10000
60
1000
100
10
1

1 100 10000 1000000

Copies/reaction input

@ hsa-miR-1243 hsa-miR-513a-3p @ hsa-miR-744-5p P N
- > I — >y

A QlAcuitySE B AR EREHR R 2200,000E# HAIMIRNAETTER  ERNHERESEHEENEEZER

QIAcuity Digital PCR System iFPCREE R4t

- BHKFLHR(nanoplate) UMK AT ETM S & A = [
CREZEIGAHEN - BEHRSAETI2A8MEEL
AR EMERE PCRIBE - EEH A BN
- ERREERA - EEYERE - BERREMAESE

= »r)

13
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QIAseq miRNA Library Kit

4+ PRI DR/ R E R E 4

O

5'PO, 3 miRNA
5'PO, 3! 3" Ligation
Pre-adenylated
adapter
5' 3' 5' ligation
, l Reverse-transcription
5 ; , with Unique
3 e 5 Molecular Index
RT primer with UMI (UMI) assignment
gv 3 50 cDNA cleanup
Universal For l
= . e
/3 5 Library amplification
5 3 and Sample Index

assignment

DA
l Rev with Index M

Library cleanup

R E KNGS EF IR

E2EMIT RZOEE!!

Gel-free!!! X & NN RIFEE )

- FERBEEW KRS T/ NREEREE
- HEMIRNATE > R1EEFEL ng RNALERKRE
- BECUMIPR{EPCRFTE R MIbias IR S ZE FE 14

- BERERE

»ifi/badapter dimerfrRNATZ

Cat. Product Name

331502 | QlAseq miRNA Library Kit (12)
Library Kit

331505 | QlAseq miRNA Library Kit (96)
331601 | QlAseq miRNA 12 Index Kit IL UDI (12)
331905 | QIAseq miRNA 96 Index Kit IL UDI-A (96)

Index 331915 | QIAseq miRNA 96 Index Kit IL UDI-B (96)
331895 | QlAseq miRNA 96 Index Kit IL UDI-C (96)
331925 | QlAseq miRNA 96 Index Kit IL UDI-D (96)

QlAseq miRNA Supplier 1 Supplier 2
'.!." '
£ ¥ i
et e | < miRNA
P4 -

500 1,000000

Expressed Serum miRNAs Read Distribution

# of miRNAs with >10 normalized reads Raw Reads

750,000

500,000

250,000 —@— W

miRNAs in Serum

Serum
replicate 1 replicate 2

Serum

Serum
replicate 1 replicate 2 common

= Mapped miRNAs
= Adapter Dimer

1
Va1

A QIAseq miRNA#HQIAseq Beadsé4lift it R 2 EZ 3|
adapter dimers (AD) & U KR EMRNAS 52 £

A BAIMEFRmMIRNAS 2 (A) &mapped reads

s EE(B) BMEREARNBEREBRIMR

14
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BRAE LPD EmENEE#GFEFRAE St EEHELEYZE2RFEe mETE
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TSX Universal Series Ultra-Low Temperature Freezers @402586°C)

- WEYE SRR MR ER V-Drive $1i7 kS BE R AEAR TUKS e o B R M
- STRFE AR EEE100-230VEEA

- iCFEESESX AEIERR IR R ERGRSHEAE
- RIMZSELZEER TR -FISHNEBER R REF

- ERRMRSIRRBEME ARIREIFESTE

- REBEMEBRIE RECEREELZE2HFRENKES!
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Thermo 1300 Series Class Il Type A2 Biological Safety Cabinets

- SRS ESEIREC R S RNAN 28 (DAVe) B SmartFlow™z% 5t ENBF e 28 | 2
- FRIFIRRE A 20% S1EEF > Hes g S HHE R

REEAEHEREZE
- IR EENEARSEERED R RNRABIR
IE R R 855 6n M FR(R BE

- SmartClean™& s BR B RIKIEANE
- HEPAER M ZEIE B > B R Z3E99.995% MPPS

AVNVNVNN N EETT

Forma Steri-Cycle CO, Incubators (ii60/i250»

- 180°CEBHEMERF ALIMNE — S CH BRI 28 A FEESMEL
- NEBSNAEKE BESER75 HEKkORELIK

- EHRNESME HEPABIR A IRMHISOSFERERmE
- iICAN™ LEDE SR BITE R

Fﬁma Steri-Cycle CO, Incubators G700

40°C I_J/nn/}ﬁilbﬂb’ ﬁ%‘-_jj_m; ag’ _&ﬁﬂﬂjﬂlﬁ
EHIUIRKBR R BRIk HEE *
- fcf HEPA &% E# ‘Ffﬂ 1R Class 1
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Bl Lunch and Learn ;&8)

1.ULT 101 and Best Practices
YN eI SE 47 AV IR AEIB (DR /< SR B
2.Using Copper to Prevent Contamination
el B PR IE B A TR
3.Vapour Phase or Liquid Phase, How does it affect my samples?
REFREARMALEER
4.Do's and Don'ts for BSC Newcomers
£ BSC KBLEMHEIREER
5.Why Certified BSC is Important
#ATE BSC NREREE

S fe it 2
BEZTHEENR[IEZHNE!
CREENMERERER FERETSEIET ERFENETSH
BER-EGREFSESRNGE[NA E—T 7 HEERBFVEMERURD

ERNEEE-

RIFET

Dby B AR B
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o

EREXE

L EEEL A RS ?
BUMEASE R T R EE
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M LZ21REA (Biological Safety Cabinet)
“HIEWRIBEF (CO2Incubator)
R BEERME (Cold Storage Products)
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i i0Sci & Tech. Co.. Ltd. Tel: 02-2696-1658 Fax: 02-2696-1589
Genomics BioSci & Tech. Co., Ltd e s
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